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Supplementary Figure 1. Distribution of TolC (yellow box), CopM (green box) and FutA2 (blue
box) within the cyanobacterial phylum. The number of proteins containing the typical domains in the
theoretical proteome of each strain is indicated within the box. Empty boxes correspond to the
absence of CopM and/or FutA2. The cyanobacterial phylogenetric tree was generated by the
maximum likelihood analysis of 31 conserved proteins concatenated by Shih et al., 2013. The
proteins TolC, CopM and FutA2 of Synechocystis sp. PCC6803 were screened for their Pfam
domains using available tools in the Integrated Microbial Genomes (IMG) database (v4.530, June
2015 https://img.jgi.doe.gov/cgi-bin/m/main.cgi). The presence or absence of genes encoding
proteins with the selected Pfam domains was investigated in 126 cyanobacterial genomes, also
available at the IMG. The list of encoding genes was refined in tblastn searches using the
Synechocystis sp. PCC6803 sequences as query.



Trich ium erythraeum IMS 101
Lyngbya sp. CCY 9616 10m
Arthrospira platensis Paraca
Arthrospira platensis NIES-39
Arthrospira sp. PCC 8005
Arthrospira maxima CS-328
Oscillatoria nigro-viridis PCC 7112
Microcoleus vaginatus FGP-2
Oscillatoria sp. PCC 6506
Oscillatoria formosa PCC 6407
Osc:llntona sp PCC 10802 1
PCC 6304

Flscherella sp. PCC 9605 1@
Fischerella sp. PCC 9431 100
Fischerella sp. PCC 9339 140
Fischerella sp. JSC-11 100
Unidentified cyanobacterium PCC 7702 120
Mast: ar:ladapsls re ens PCC 10914 11
alothrix sp. PCC 710 320
Calathrlx sp. PCC 6303 3 ]
Nostoc sp. PCC 7524 100
Nostoc sp. PCC 7120 181

Anabaena variabilis ATCC 29413 1m0
Nostoc sp. PCC 7107 2m0
Cylindrospermum stagnale PCC 7417 220
Anabaena cylindrica PCC 7122 220
Anabaena sp. PCC 7108 2@m0
Raphidiopsis brookii D9 200

lindrospermopsis raciborskii CS-505 100
08 1m0

Nostoc }t'zzollae 07
Nodularia spumrgena ccy 9414 2mn
Calothrix sp. PCC7 220
Microchaete sp. PCC 7126 180
Nostoc punctlfnrme PCC 73102 3|0
Tol};{mthnx sp. P 2
ivularia sp. PCC 7116

Synechocystis sp. PCC 7509
Gloeocapsa sp. PCC742 208

Chra h is PCC 7203 24

Dactylacoccopsls salina PCC 8305
Halothece sp. PCC 7418 1 EI’I
Spirulina subsalsa PCC 9445 1
Spirulina major PCC 6313 10
o e 2 .

ium UCYN-A
10m

10/

10m

Cyanothece sp. CCY 0110
Cyanothece sp. ATCC 51472 100
Cyanothece sp. ATCC 51142 1009
Crocosphaera watsonii WH 0003 20 B
Crocosphaera watsonii WH 8501 10
Cyanothece sp. PCC 8802 100A
Cyanothece Sp. PCC 8801 1 (] 2]

{) 6803 127
Pleurocapsa sp. PCC 7327 21
licrocystis aerugmasa NIES-843 1
Microcystis aeruginosa PCC 7806 1
Cyanothece sp. PCC 7822 1
Cyanothece sp. PCC 7424
Prochloron didemni P1
Gloeocapsa sp. PCC 73105
Synechococcus sp. PCC 7002 10
Leptaé/ngbyn sp. PCC 7376 1000
——— Cyanobacterium stanieri PCC 72021
I—|

i1am

™

3

PCC 6308T
C) b ium PCC 10605T
h PCC 7437 12
Pleumcapsa sp. PCC 7319 2 D 1]
Xenococcus sp. P! 20
Chroococctdlopsls S| PCC 6712
Moorea praducta 3 T E
_| Ca PCC 7420
Mlcrocaleus sp PCC 7113 1R
PCC 9333 120
Ch i i PCC 6605
Geitlerinema sp. PCC 7105 10
—— Synechococcus sp. RCC307 an
Prochlorococcus marinus NATL 2A
Prochlorococcus marinus NATL 1A

5@o0

]
200

10@
10m

Supplementary Material

Prochlorococcus marinus, subsp. pastoris CCMP 1986
Prochlorococcus marinus MIT 9515 1 ql
Prochlorococcus marinus AS 9601 siym

1

158

Prochjorococcus marjnus MIT 9301
Prochlorococcus marinus MIT 9215

10m

1@m
200

PC
Synechococcus sp. PCC 7335
Leptol) ?bga sp. PCC 7375
Geitlerinema sp PCC 12|
Leptolyngbya boryana PCcC 6306
Sy nechor:accus s . PCC 6312

Cyanothere sp. P 2

Acaryochlons marma MBIC11017T

Acaryochlorls sp. CCMEE 5410 2
Synechococcus sp. PCC 7502
rr'—il’seudanabaena sp. PCC 6802 2@
| sp. PCC 7429
lanab sp. PCC 7367 1
Synechococcus sp. JA-3-3Ab 1@m
—| _|: Synechococcus sp. JA-2-3B 100
Synechococcus sp. PCC 7336 20
PCC 74217 2m0

Prochlorococcus marinus MIT 9202 1]
Prochlorococcus marinus MIT 9312 200
Prochlorococcus marinus MIT 9211 10Mm
Prochlorococcus marinus, subsp. marinus CCMP 1375T
L1 Prochlorococcus marinus MIT 9313 200m
Prochlorococcus marinus MIT 9303 2 om
Synechococcus sp. WH 8102 1019
Synechococcus sp. CC 9605 1009
synechococcus sp. WH 8109 n0
ynechococcus sp. BL 107 100
Synechococcus sp. CC 9902 1 H
Synechococcus sp. WH 7805 100¢M
Synechococcus sp. WH 7803 3 H
Synechococcus sp. CC 9311 2
Synechococcus sp. WH 8016 3gm
Synechococcus sp. RS 9916 20A
Synechococcus sp. RS 9917 4R
Synechococcus sp. WH 5 12
Synechococcus sp. CB 0205 201W
Synechococcus sp. CB 0101 3m
Cyanobium gracile PCC 6307T
Cyanobium sp. PCC 7001 2mm
h I CC 7942 12n
l Synez:hnmccus elongatus PCC 6301 1 oA
ochlorothrix hollandica PCC 9006T 1m0
Leptalyngbyu sp. PCC 64 06(: 7108 2]

10m



References

Shih, P.M., Wu, D., Latifi, A., Axen, S.D., Fewer, D.P., Talla, E., Calteau, A., Cali, F., Tandeau de
Marsac, N., Rippka, R., Herdman, M., Sivonen, K., Coursin, T., Laurent, T., Goodwin, L.,
Nolan, M., Davenport, KW., Han, C.S., Rubin, E.M., Eisen, J.A., Woyke, T., Gugger, M., and
Kerfeld, C.A. (2013). Improving the coverage of the cyanobacterial phylum using diversity-
driven genome sequencing. Proc Natl Acad Sci U S A 110, 1053-1058. doi:
10.1073/pnas.1217107110.



